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X ¢ g Table 3. The AARSs protein structure used is listed under its corresponding

organism or whether the structure was a homology model. The PDB IDs are in

parenthesis. All homology models were done using the PDB ID listed as a
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Table 1. The differences in structure and catalysis between Class |
and Class Il AARSs."?
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Table 2. The class/subclass of each amino acid and the C I aSS I IC
multimeric composition of each enzyme in E. coli (e.g. a2/[32
A) Phenylalanine AARS

signifies 2 alpha subunits and 2 beta subunits).’*
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